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Genewriter - Oligonucleotide Pooling Plan 
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1. Ollgonudaotlde synthesis 
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Figure 7 
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G*newnt»r Platform Oe^fln 
a i 96 wall plate* addfaaaad with 1 fl piadoatactnc 
nanovoiuma dlapanaa h ** d * 000 wash/dry itetion 
art or* additional plata station. 8 plats evacuated by 
• aingla vacuum station. 

Capacity of 8 x 90 * 788 olgoa/run 
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G«n«wrk»r Ptatfomi Daaign - High Capacity Mode 
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Bidirectional primer extension strategy for gene assembly 
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Perspective view of Genewriter Instrument 
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